. Schematic representation of the E-cadherin mutants used in the study. All the mutants contain the entire extracellular E-cadherin region consisting of five EC domains (numbered) and a single transmembrane domain (TM). Intracellular region of the EcM protein has unmodified p120 (p120) and bcatenin (catenins)-binding sites. The C-terminal amino acid of each mutant is indicated.
3 Figure S2 . Inactivation of p120-binding site in the -catenin-uncoupled Ecadherin mutant abolishes its p120-dependent recruitment into the junctions. A-431 cells, co-expressing p120-F and Ec1M-748 cadherin mutant lacking both p120 and -catenin-binding sites, were stained using anti-flag and anti-myc antibodies to reveal p120-F and the cadherin mutant, respectively.
Note, cell-cell junctions recruit p120 but not the mutant. analyzed by phase contrast microscopy (PhC) or stained for adherens junction protein, Ecadherin (Ec), tight junction protein, Occludin (Oc), or desmosomal protein, Desmoplakin (Dp). Note that -catenin reconstitution dramatically changed distribution of all three components of cell-cell adhesion complex.
